ABSTRACT Enterobacter cloacae strains CAPREx E7 and CAPREx E2-2 were isolated from Ghanaian yams at a London market. The draft genome sequences indicate that the two strains are similar, with genomes of 5,042,838 and 5,039,930 bp and 56.19% and 55.05% GϩC content, respectively. Both strains encoded three different ␤-lactamases, including one of the AmpC family.
are most similar to those in plant-associated bacterial strains. Our hope is that these genomes will provide further help in elucidating the plant-associated life cycle of some Enterbacter cloacae strains.
Accession number(s).
The draft genomes of these two strains have been deposited in GenBank under accession no. MWME00000000 (CAPREx E2-2) and MWMD00000000 (CAPREx E7).
